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1 654060 | RT-PCR(Standard Reaction)
2 654061 | RT-PCR(Nested PCR)
3 654062 | gDNA-PCR
4 | 654011 | RQ-PCR(Real Time PCR)RNA Z_§ ## 5%
5 654012 RQ-PCIE(‘Re?I Timfa Quantitative PCR)For Leukemia ¢ s 5 % F¥ 2_
EXREBRGF R
6 654063 | JAK2 V617F Mutation Analysis(for & & % #¢54 7 5z )
7 654064 CALR EXON9 Mutation Analysis(for JAK2 V617F &2 B3 1

Al FEH SR RERT REBEC )

8 654065

JAK2 Exon12 Mutation Analysis(for JAK2 V617F Ktz B iz x
R 5 aE)

9 654066 | MPL Exon 10 Mutation Analysis (for & |+ ¥ 3§ )

10 654067 | CEBPa Mutation Analysis (for AML)

11 | 654068 | NPM1 PCR Analysis (for AML)

12 654069 | Direct Sequencing Analysis

13 | 654070 | FLT3 1TD PCR Analysis (for AML)

14 654071 | Genescan Analysis

15 654072

CKIT Exonl7 Mutation Analysis (for AML 3 RUNX1T/RUNXIT1 &
CBFB/MYHII £ )

16 654073 | Detection of ABL Kinase Domain Mutations(for CML)

17 654074 | IgHV Hypermutation Analysis(for CLL)

18 654075 | SF3B1 Exon13-16 Mutation Analysis (for MDS/MPN-RS-T)

19 654076 | CSF3R T6181 Mutation Analysis (for CNL)

20 654014

B CELL IGH GENE REARRANGEMENT VH-JH(FR1) B im* &
s 7€ & VH-JH(FR1)
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21 | 654015 B CELL IGH GENE REARRANGEMENT,VH-JH(FR2) B % &
s 4 F¢ & VH-JH(FR2)
2 | 654016 B CELL IGH GENE REARRANGEMENT,VH-JH(FR3) B ¥ &
sa 8 7€ &, VH-JH(FR3)
B CELL IGK GENE REARRANGEMENT,VK-JK B im* {g4& ik %)
23 | 654017
£ &, VK-JK
B CELL IGK GENE
24 | 654018 | REARRANGEMENT,VK-KDE/INTRONRSS-KDE B w% j=4#
F1£ 3, VK-KDE/INTRONRSS
25 | 654019 | GENE SCAN # Fl# 4
26 | 654021 TCRB GENE REARRANGEMENT(VB-JB1) T i BETA £ #8 &
51 £ (VB-JB1)
27 | 654022 | TCRB GENE REARRANGEMENT(VB-JB2) T im*% BETA £ # &
51 £ (VB-JB2)
28 | 654023 | TCRBGENE REARRANGEMENT(VB-JB2) T im*% BETA £ % &
51 £ (VB-JB2)
29 | 654004 | TCRG GENE REARRANGEMENT(VRI1F-JR) T fm*% GAMMA %
A 7€ 2(VRIF-JR)
30 | 6425 | TCRG GENE REARRANGEMENT(VR9-JR) T % GAMMA %
WA FE 2 (VRI-JR)
31 | 654026 | IGH/CCND1(IGH/BCL1)
32 654027 | IGH/BCL2 major(MBR and 3'MBR)
33 | 654028 | IGH/BCL2 minor
31 | 654029 LE%JKOCYTE SURFACE MARKER/1-10 antibodies ¢ % 3 4 &
~35/1-10 #&
35 | 654030 LEJ%JKOCYTE SURFACE MARKER/11-20 antibodies ¥ x 3 % &
~35/11-20 #&
36 | 652031 LE:JKOCYTE SURFACE MARKER 21-30 antibodies % s 3 % &
-35/21-30 7
37 | 654032 LE)EJK_OCYTE SURFACE MARKER/ >=31 antibodies ¢ 5 3 % &
Fie>=3l
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