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62029 |TB PCR (BFirtcftmR e R F &)

62131 | BRAF mutation test (Colon, Melanoma, Thyroid)

62132 | BRAF mutation test (5 % : Lung) LA

62133 KIT gerle exon 9, 11, 13, 17 and PDGFRA exon 12, 14, 18 2.7 % $5um X 6% (b 35,5 %)

(GIST : 7 exons)
62067 KIT gene exon 9, 11, 13, 14, 17, 18 and PDGFRA exon 10, 12, 14,
18 (g # GIST : 10 exons)
. 1. M
620451 WA L 4 R F]1F X B (EGFR) & % 44 ¢ é';%’?%g"% E+ #p|(IVD) 2.7 % B5um x 6% (k iz, % %)+ IHC (ALK*2 ; ROS1*1)% v X 3 % .
62089 |ALL-RAS and BRAF mutation test 1
2.7 9 #5umx8% (k57,7 %)+ IHC (EGFR*1 )7z v #x1 %
62060 |FISH : Her2/neu (Her2/neuk =4 %322 %)
62030 [In situ hybridization f =32 % (f %) 1M B
G B2~ 3 hd
62121 [FISH : Her2/meus  fn =322 - & * 2309 ¥2-3Um x 3%+ H&ERJ ¥
(Gr: FHRFT L vt Her2 IHC% ¢ %)

62122 |5 #&FISH : Her2/neu(Her2/neu k& =% %322 j2)-1N & *h fx

62134 [MYCN FISHA %195 3 # | LB 2. %3¢ #3umx5% + H&EZ ¢ %

62069 |ick #8 7 F8 < = #| (Microsatellite instability detection > MSI) 1B 2. %9 #5umx 6% (b iz,7 %

62025 "% ®ROS1¥ sk i =32 P [ZtH o op :},%IEJ_“ ] LB 2058 23umx 38 (b g, 8 M%)

62127 |MGMT promoter ® 2k it 4 /B [Z H = o :}ﬁaﬂr’ ] (LB 2078 H5umx 6% (h ¥z, %
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